Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.004 Å; R factor = 0.040; wR factor = 0.104; data-to-parameter ratio = 19.4.
In the title compound, C 14 H 13 Cl 2 NO 2 S, the dihedral angle between the phenyl ring and the benzene ring is 69.94 (9) . Two short intramolecular C-HÁ Á ÁO contacts occur and a weak intermolecular C-HÁ Á Á interaction is seen in the crystal.
Related literature
For the biological activity of sulfonamides, see: Gadad et al. (2000) ; Misra et al. (1982) ; Zani & Vicini (1998) ; Maren (1976) ; Supuran et al. (1998) ; Renzi et al. (2000) ; Li et al. (1995) ; Yoshino et al. (1992) . For related structures, see: Zhang et al. (2006) ; Andrighetti-Frö hner et al. (2007) ; For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data C 14 H 13 Cl 2 NO 2 S M r = 330.21 Orthorhombic, P2 1 2 1 2 1 a = 5.5618 (5) Å b = 10.9915 (8) Å c = 25.045 (2) Å V = 1531.0 (2) Å 3 Z = 4 Mo K radiation = 0.56 mm À1 T = 295 K 0.20 Â 0.18 Â 0.12 mm
Data collection
Bruker Kappa APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) Symmetry code: (i) Àx À 1; y þ 1 2 ; Àz þ 1 2 . Cg1 is the centroid of the C1-C6 ring.
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97. Sulfonamides have a variety of biological activities such as antibacterial (Gadad et al., 2000; Misra et al., 1982; Zani & Vicini, 1998) , insulin releasing (Maren, 1976) , carbonic anhydrase inhibitory (Supuran et al., 1998; Renzi et al., 2000) , anti-inflammatory (Li et al., 1995) and antitumor (Yoshino et al., 1992) activities.
Structure Reports Online
The geometric parameters in the title compound, (I), agree with the reported values of similar structure (Zhang et al., 2006; Andrighetti-Fröhner et al., 2007) . The dihedral angle between the phenyl ring (C9-C14) and benzene ring (C1-C6) is 69.94 (9)°. The geometry around the S1 atom is distorted from a regular tetrahedron, with the largest deviations observed for O-S-O [O1-S1-O2 118.92 (14)°] and O-S-N [O1-S1-N1 107.87 (14) °] angles. The widening of the angles may be due to repulsive interactions between the two short S=O bonds.
The crystal structure is stabilized by weak intramolecular C-H···O interaction. The C8-H8B···O2 and C14-H14···O2 interactions each generate an S(5) graph set motif, and C8-H8B···O2 and C14-H14···O2 interactions together constitute a pair of bifurcated acceptor bonds, generating an R 2 1 (8) motif (Bernstein et al., 1995) . The crystal packing is stabilized by a weak C-H···π (Table 1) interaction and a π-π interaction [Cg1···Cg2 (2 -x, 1/2 + y, 1/2 -z) distance of 4.3598 (18) Å;
Cg1 and Cg2 are the centroids of rings C1-C6 and C9-C14, respectively].
Experimental
About 1 g (8 mmol) of 2-phenylethyl amine is dissolved in 20 ml of dichloromethane. 1.3 g (16 mmol) of pyridine is added into the reaction mass. The above mixture is stirred for 5 min. To this, 2.41 g (9.8 mmol) of 2, 4-dichlorobenzene-1-sulfonyl chloride is added and heated to 35 -40 ° C for 6 hrs. The reaction mass is then cooled to the room temperature and 20 ml of water is added to it. The aquous layer is separated. The organic layer is washed with 10% sodium chloride solution and dried over 2 g of anhydrous sodium sulfate. The excess solvent is removed under vacuum. The crude compound is purified through column chromatography using hexane and ethyl acetate as eluants.
Refinement
H atoms were positioned geometrically and refined using riding model, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic C-H, C-H = 0.97 Å and U iso (H) = 1.5U eq (C) for CH 2 , and N-H = 0.86 Å and U iso (H) = 1.2U eq (N). Fig. 1 . The molecular structure of (I), with atom labels and 50% probability displacement ellipsoids for non-H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.77658 (10) 0.02339 (6) Geometric parameters (Å, °) S1-O1 1.423 (2) C6-H6 0.9300 S1-O2 1.429 (2) C7-C8 1.499 (4) S1-N1 1.600 (2) C7-H7A 0.9700 S1-C9 1.777 (2) 
